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ERRATUM

In the published article “Comparison of prediction accuracy for genomic estimated breeding value using
the reference pig population of single-breed and admixed-breed. ] Anim Sci Technol. 2020;62(4):438-
448. https://doi.org/10.5187/jast.2020.62.4.438,” the acknowledgements have to be modified. The edi-

torial office will report that this amendment is made at the request of the author.
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